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Are you missing data updates? The PDB archive has move 

to ftp:/ / Up.wwpdb.org. 

For more information click here. 

HeSp 9 Structure Hits 8 Li§ar:d Httb 5 CttaUon* Web Psge Hirs G( 

Advanced Keyword Query for: P-selectin 

- , rum 

Characteristics 01 Apr 1997 \ 

. :i rt! n*%, .. Classification oeu «ui!«ai«i! riwiem 



1 P SELECTIN 

DOMAIN, RESIDUES 119- 158 C 



Mb PS , 



Refine this query by 
selecting the link "Refine 
this Search" in the menu 
above. 



Characteristics 
Classification 



1 P SELECTIN 
LECTIN/EGF DOMAINS . 

2 PSGL-1 PEPTIDE 
C,D 

3 SACCHARIDE (S 
FUC-GAL-NGA) 



Characteristics 



Classification 



31-May-2001 
3.00 A 



? CLATHRIN COAT 
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PROTEIN AP50 INTERNAL 
SIGNAL BINDING DOMAIN Cn^..: / 
Details: THE FIRST SEVEN RESIDUE! 
POLYMER MAKE UP A HIS-TAG 

2 ^-cui;:: P-SELECTIN PEF 
Rw^::: INTERNALIZATION SIGNAL 
Cf-±v. PEPTIDE INTERNALISA" 

MOTIF FROM P-SELECTIN 
SHLGTYGVFTNAAFDPSP 



Characteristics 



Classification 



FUC) 



ie: 13-Oct-2001 
1 .50 A 



: 1 NWscui-i: E-SELECTIN 
nt: LECTIN/EGF DOMAINS Ch 
■: 2 Mowcuit-: SACCHARIDE (S 



Characteristics 
Classification 
Com pound 
Authors 



ie: 13-Oct-2001 
2.40 A 



■: 1 Mowcuit-: P-SELECTIN 
LECTIN/EGF DOMAINS 



Characteristics 
Classification 



■e; 13-Oct-2001 
3.40 A 



^ — 1 / P-SELECTIN 
o * ^ LECTIN/EGF DOMAINS C: 

r-v-iv::*; 2 Mou-cui*: SACCHARIDE (S 
FUC) 



ij^ Characteristics 
^ ?»o Classification 



Release Date; 1 8-Mar-2008 fcxp. Method: 
Resolution: 2.20 A 
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, \ I ^ . L-seieCTin i-:;^;.?:- 

compound domain (UNP residues 39-1 94) Chain 
\ x 2 ^ . SUGAR (5-MER) 



*^s\ Characteristics 



Classification 



^ — 1 , \ , Radixin o \ ^ 
FERM domain (residues 1 -31 0) cn*ir 

- ^ 2 >• P-selectin glycopr 
r:<-:-:'-:;i\ PSGL-1 cytoplasmic peptide 
residues of the cytoplasmic tail Chain: 



Characteristics 



25-Dec-2007 



Classification 



PoW-r^r 1 M.;.:. ? 0;:!S: ADAPTOR PROT 

COMPLEX AP-2, ALPHA 2 SUBUNIT 

621 Chains: A 

r-v-iv::*; 2 ^oio-ji-s: AP-2 COMPLEX ! 
BE'TA-1 F:;K;;Y:-:r 1-591 Oh:?*:.-; B 
\ . \ 3 *v . AP-2 COMPLEX! 

1 Chains: M 

\ x 4 ^ . AP-2 COMPLEX! 
SIGMA-1 Chains: S 
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